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h nf the Scientific and Technical Information 
The Biotechnology Systems B ™»* ^^^ffStowing computer readable 
Center (STIC) detected errors when processing 

form: 



Application Serial Number: 
Source: 

Date Processed by STIC: 



0^1 



: s& 

F0RcS^UBMKSION L QlJESTI0NS, PLEASE CONTACT MARK SPENCER, 703-303-4., 
F ORSE Q UE N CERU L E SIN TERPR^ ^^^^^^^ 

™^ 

Checker Version 3.0 

,,, P \nf the-art Windows based software program 
The Checker Version whether a sequence Ust,ng is .n 

employing a logical and chX Vers.on 3.0 works for sequence : hstings 

comphance with format and wnten ^_^ F ^ e 8 r 2l _ , g25 effective October I, 1990 (old 
generated for the onginal version cfJTCFRM^ ^ weH as World Intellectual 

mles) and the revved vers.on new ™ l «> < fJ T ^ UVe JU ' y 

Property Organization (WlPO) Standard ST^ of Checker , and is Y2K- 

Checke Version 3.0 replaces the previous based J form 
compliant. Checker allows public users ^^^JjTt-ten-ik Office (USPTOV 
(CRF) before submitting them to the ^ ^^^ to result in fewer errored sequence 
Use of Checker prior to filing the sequence listing is exp 
listings, thus saving time and money. 



, a a fmm the yc PTn website at the fol lowing address^ 



Rnw Sequence Lbtlng Error Summary 



FPPnw DETECTED 

ATTN: NEW RULES CASES 

1 Wrapped Nucleic* 

Wrapped Aminos 



2 Invalid Line Length 

3 Misaligned Amino 

Numbering 

4 Non-ASCII 



Variable Length- 



6 Patenlln 2.0 

"bug" 



7 Skipped Sequences 

(OLD RULES) 



8 Skipped Sequences 

(NEW RULES) 



9 VU sc of n'i or Xaa's 
(NEW RULES) 



10 Invalid <213> 
Response 



\\ Useof<220> 



12 _P»lentln 2.0 

"bug" 



13 . Misuse of n 



prevent "wrapping/* . . .- 

use apace characters, instead. 

A^DOSMeXt, as required by the Sequence Rules. Please 

the subsequent amino acid sequence, inu u 
Artificial or Unknown aequencea. 

S W 5S^K^^ 0- «Q .O.NO where "X" is shown, 
This sequence is intentionally skipped 

ncM . ta ^-*-^N U MDEROr TO ENCE«r«p^u > W-.*.*iPP- sequences. 
Serene*) • ,c~ insert - lines for each *iPP«- — 

<2 10> sequence id number 
<400> sequence id number 
000 

U,c ofn's and/or Xaa-.have been deucud ^/K^S&r if. or Xu'. .r« present. 

L , njoil) responses ar e: Unknown, Artificial Sequence, or 
• PCT ,,23 of Seouen ce J.* Jh. J^JS"^ when < 2 »3> response i, Unknown or 
scicntificname (Genus/species;, 
is Artificial Sequence 

• • .K,O20> "Feature" and associated numeric identifiers and responses. 

3^!53«WS2a&^ ,s " u °"*" """" 

my value not specifically a nucleotide. 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/936,921 



DATE: 10/04/2001 
TIME: 10:50:38 



3 

4 

5 

6 

8 
10 
12 
12 
12 
13 
15 
16 
18 
19 
21 
23 

25 

26 

27 

28 

30 

31 

33 

34 

35 

36 

39 

40 

41 

42 

45 

46 
47 
48 
51 

> 52 
55 
56 
57 

> 58 
60 
61 
63 
64 
65 
66 
69 



input Set : A:\seqliatlngll0530jac.txt 
Output Set: N:\CRF3\10042001\l936921.raw 

<110> APPLICANT: RAOULT, Didier 
LA SCOLA, Bernard 
BIRG , Marie-Laure 

FENOLLAR, Florence , TTh , nnlp , q Disease 

<120> TITLE OF INVENTION: Diagnosis of Whipple s Drsease 

^1^0> FILE REFERENCE: 110530 

<140> CERENT APPLICATION NUMBER: US/09/936,921 

CURRENT FILING DATE: 2001-09-20 
Alii SUPPLICATION NUMBER: PCT/FROO/00754 
<151> PRIOR FILING DATE: 2000~03~24 /ncciQ 
<150> PRIOR APPLICATION NUMBER : FR99/06679 
<151> PRIOR FILING DATE: 1999-05-21 
<150> PRIOR APPLICATION NUMBER: FR99/03989 
<151> PRIOR FILING DATE: 1999-03-26 
<160> NUMBER OF SEQ ID NOS : 5 
<170> SOFTWARE: Patentln version 3.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 19 
<212> TYPE: DNA 

<213> ORGANISM: Artificial £Tflf Bfe 



Does Not Comply 
Corrected Diskette Needed 



AJ 



^ cor 5 l*s**"Y^o-j 



1 



<220> FEATURE: 

<2 23> OTHER INFORMATION: primer 
<220> FEATURE: 

<221> NAME/KEY: modif ied_base 
<222> LOCATION: (2) . . (2) 
<223> OTHER INFORMATION: i 
<220> FEATURE: 

<221> NAME/KEY: modif ied_base 
<222> LOCATION: (8) . . (9) 
<223> OTHER INFORMATION: i 
<220> FEATURE: 

<221> NAME/KEY: modif ied_base 
<222> LOCATION: (11).- (H) 
<223> OTHER INFORMATION: i 
<4Q,0> SEOTENpfi4rvl 
tnatgggwic fiaa^tgca 
<210> SEQ ID NO: 2 
<211> LENGTH: 20 
<212> TYPE: DNA 
<213> ORGANISM: Artificial 
<2 2 0> FEATURE: 

<223> OTHER INFORMATION: primer 
<220> FEATURE: 

<221> NAME/KEY: modif ied_base 
<222> LOCATION: (6).. (6) 
<223> OTHER INFORMATION : i 
<220> FEATURE: 



j d t ^ 



,4 * ^ ^TT^ 



Pa 



The tvoe of errors shown!2xist throughout 
Je Sence Listing. Please check subsequent 
sequences for similar errors. 



19 
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DATE: 10/04/2001 
RAW SEQUENCE LISTING nME : 10:50:38 

PATENT APPLICATION: US/09/936,921 I ma 

incut Set : A:\seqlistingll0530_pac.txt 
Sput Set: N:\CRP3\10042001\l936921.raw 



70 <221> NAME/KEY: modif iedbase 

71 <222> LOCATION: (15).. (15) 

72 <223> OTHER INFORMATION: i 

75 <220> FEATURE: 

76 <221> NAME/KEY: modif ied_base 

77 <222> LOCATION: (18).. (18) 

78 <223> OTHER INFORMATION: i 



20 



81 <400> SEQUENCE : f / 
W--> 82 gcccancatt ccatntc&cc 

85 <210> SEQ ID NO: 3 

86 <211> LENGTH: 612 

87 <212> TYPE: DNA w-^oiii 

88 <213> ORGANISM: Tropheryma whippeln 

90 <220> FEATURE: 

91 <221> NAME/KEY: misc_f eature 

92 <222> LOCATION : <1>..(612) tr t/ unknown, or other 

93 <223> OTHER INFORMATION: n=a or g or c or t/u, 

96 <400> SEQUENCE: 3 „i- ata tanca atcgatgcgg gtgatgtttt 60 

w ..> 97 aagtccccng gacggnanag gnatggagng ^atgtancg atcg g gg cannca 120 

w -> 99 aattgccnag gatccgggca ttgtggggga ^tttccgct ^tgt g atcagggcaa 180 

101 ggatgacggg aaacatcgcg actaccatgt tggtaaattt * gtacagt ^ ct 240 

W -> 103 ctgttacaac cagcnagttg tggtccgatc egg y » tagaaatc ttctggttgc 300 

105 tgcacatggt ccatgtactg acaaaggtga J^ttagtctt gg £ agaatttggt 360 

107 tttcatgccc tgggagggct ataactttga OTatgc^ gaggtta g C a cccgggatac 420 
w _-> 109 caaggacgac accctttcnt caatccacat a 9aagaacat g gg a attacataa 480 
l-l Ill gaagctgggc agtganagaa ataacgegag ~ tjt^ ggg 

^tggS g^cccca aagggcgaag accgaactca aegeggaaga acgtttgctg 600 

117 agggctatct tt 

120 <210> SEQ ID NO: 4 

121 <211> LENGTH: 18 

122 <212> TYPE: DNA 

C--> 123 <213> ORGANISM: Artificial 

125 <220> FEATURE: 

126 <223> OTHER INFORMATION : oligonucleotide 

128 <400> SEQUENCE: 4 18 

129 gcattgtggg ggatgttt 

132 <210> SEQ ID NO: 5 

133 <211> LENGTH: 18 

134 <212> TYPE: DNA 

C--> 135 <213> ORGANISM: Artificial 

137 <220> FEATURE: 

138 <223> OTHER INFORMATION : oligonucleotide 

140 <400> SEQUENCE: 5 18 

141 ttggggtcac cttaccaa 
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DATE: 10/04/2001 
VERIFICATION SUMMARY TIME: 10:50:39 

PATENT APPLICATION: US/09/936,921 H*^- 

input Set : A:\seqlistingll0530_pac.txt 
Sput Set: N :\CRF3\10042001\l936921.raw 



H „v, or differs Replaced Current Application No 
L :12 M:270 C: Current Application ^/^^Current Filing Date 
L:12 M:271 C: Current Filing Date di ffers <213> ORGANISM for SEQ IDt:l 

L-28 M-.220 C: Keyword misspelled °V ™i * n 

h :52 M:341 W: (46) -n- or '™'™*\£l™ f ^, <213> ORGANISM for SEQ ID# : 2 

L:58 "-III S" ^°"n. m o S r S S "'u ed ^ « lD.:i 
^ Si £ w: J1 or -a" used, for SEQ ID*:3 

L :103 11:341 W: 46 ^ or ^ ^ ^ ^ jd# ; 3 

L-Ul ^341 w": (46) -n- or "Xaa" used, for SB Q ID#:3 ORGANISM for SEQ ID# : 4 

3 M-.220 C: Keyword misspelled or invalid format ORGANISM for SEQ 

L:135 M:220 C: Keyword misspelled or invalid rorm 
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